Table - List of transcripts from A. thaliana , which have in the past been reported as connected to abiotic stress

responses.

Name/EST
AtCBL1

CBL2
CBL3
STO
STZ
His1-3
His1-3

pOxy5

GTS

GST

gst10b

AtGST 10

APX1

APX

Apx1lb

L-APX

APX3

APX2

APX3

cat

CAT

Description
calcineurin B-like
protein 1
calcineurin B-like
protein 2
calcineurin B-like
protein 3

putative zinc-finger
protein
salt-tolerance zinc
finger protein
histone H1-3

histone H1-3

annexin-like protein

glutathione S-
transferase

glutathione transferase

glutathione transferase

glutathione transferase

ascorbate peroxidase

ascorbate peroxidase

ascorbate peroxidase

ascorbate peroxidase

Category

Cell growth, division
& DNA synthesis
Cell growth, division
& DNA synthesis
Cell growth, division
& DNA synthesis
Cell growth, division
& DNA synthesis
Cell growth, division
& DNA synthesis
Cell growth, division
& DNA synthesis
Cell growth, division
& DNA synthesis
Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

ascorbate peroxidase 3 Cell rescue, defense,

ascorbate peroxidase,
cytosolic

ascorbate peroxidase,
extraplastidal

catalase

catalase

cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Subcategory Authors

Cell growth Kudla, J. et al.

Cell growth Kudla, J. et al.

Cell growth Kudla, J. et al.

Cell growth Lippuner, V. et
al.

Cell growth

Stress response Ascenzi, R. &
Gantt, J.S.

Stress response Ascenzi, R. &
Gantt, J.S.

Detoxification Gidrol, X. et al.

Detoxification

et al.

Detoxification

Detoxification

Detoxification

Radical scavenging

Radical scavenging

et al.

Radical scavenging

Radical scavenging

Radical scavenging

Radical scavenging

al.

Radical scavenging
al.

Radical scavenging

Radical scavenging

van der Kop, D.A.

Bartling, D. et al.

Dixon, D.P. et al.

Dixon, D.P. et al.

Kubo, A. et al.

Jespersen, H.M.

Santos, M. et al.

Kubo, A. et al.

Zhang, H. et al.

Karpinski, S. et

Karpinski, S. et

Zentgraf, U. &

Zinkernagel, I.

Chevalier, C.

Reference

Proc Natl Acad Sci U S A. 96
(8), 4718-23 (1999)

Proc Natl Acad Sci U S A. 96
(8), 4718-23 (1999)

Proc Natl Acad Sci U S A. 96
(8), 4718-23 (1999)

J. Biol. Chem. 271 (22), 12859
12866 (1996)

Lippuner,V. et al. J. Biol. Chem. 271 (22), 12859-

12866 (1996)

Plant Mol Biol. 34 (4), 629-41
(1997)

Plant Mol Biol. 34 (4), 629-41
(1997)

Proc Natl Acad Sci U S A. 93
(20), 11268-73 (1996)

Plant Mol. Biol. 30 (4), 839-
844 (1996)

Eur. J. Biochem. 216 (2), 579-
586 (1993)

Plant Physiol. 119, 1568-1568
(1999)

Plant Physiol. 119, 1568-1568
(1999)

FEBS Lett. 315 (3), 313-317
(1993)

Biochem. J. 326 (Pt 2), 305-
310 (1997)

Planta 198 (1), 64-69 (1996)
Plant Mol. Biol. 18 (4), 691-
701 (1992)

Plant Mol. Biol. 34 (6), 967-
971 (1997)

Plant Cell 9 (4), 627-640
(1997)

Plant Cell 9 (4), 627-640
(1997)

Plant Physiol. 110, 1047-1047
(1996)

Plant Physiol. 99, 1726-1728
(1993)



CAT1

CAT3

SEN2

Gpx2

GPX1

GPX

GR

GR

PHGPX

S-APX

TB-APX

CDPK2

CDPK1

CDPK3

Corlba

Corl5b

cor47

cor6.6

rd22BP1

ERD15

catalase 1

catalase 3

catalase 3

cytosolic glutathione
peroxidase

glutathione peroxidase

glutathione peroxidase

glutathione reductase

glutathione reductase

Putative phospholipid
hydroperoxide

glutathione peroxidase

stromal ascorbate
peroxidase

thylakoid-bound
ascorbate peroxidase

calcium-dependent
protein kinase

calcium-dependent
protein kinase

calcium-dependent

protein kinase

cold regulated

cold regulated

cold-regulated gene

cold-regulated gene

KIN1 protein homology

dehydration responsive

gene

dehydration-induced
gene

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell Rescue, defense,
cell death & ageing

Radical scavenging

Radical scavenging

Radical scavenging

Radical scavenging

Radical scavenging

Radical scavenging

Radical scavenging

Radical scavenging

Radical scavenging

Radical scavenging

Radical scavenging

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Frugoli, J.A. et al.

Zhong, H.H. &
McClung, C.R.

Park, J.H.
Mullineaux, P.M.
et al.

Mullineaux, P.M.
et al.

Bilodeau, P. et al.

Kubo, A. et al.

Loebler, M.

Sugimoto, M. &

Sakamoto, W.

Jespersen, H.M.
etal.

Jespersen, H.M.
et al.

Urao, T. et al.

Urao, T. et al.

Urao, T. et al.

Baker, S.S. et al.

Wilhelm, K.S.,
Thomashow, M.F.

Gilmour, S. J. et
al.

Gilmour, S. J. et
al.

Abe, H. et al.

Kiyosue, T. et al.

Plant Physiol. 112 (1), 327-36
(1996)

Mol. Gen. Genet. 251 (2), 196-
203 (1996)

Plant Mol. Biol. 37 (3), 445-
454 (1998)

Plant J. 13 (3), 375-379
(1998)

Plant J. 13 (3), 375-379
(1998)

Plant Physiol. 116, 1193
(1998)

Plant Cell Physiol. 34, 1259-
1266 (1993)

Plant Physiol. 111, 1353
(1996)

Genes Genet Syst. 72 (5), 311-
6 (1997)

Biochem. J. 326 (Pt 2), 305-
310 (1997)

Biochem. J. 326 (Pt 2), 305-
310 (1997)

Mol Gen Genet. 244 (4), 331-
40 (1994)

Mol Gen Genet. 244 (4), 331-
40 (1994)

Plant Physiol. 105 (4), 1461-2
(1994)

Plant Mol Biol. 24 (5), 701-13
(1994)

Plant Mol Biol. 23 (5), 1073-7
(1993)

Plant Mol Biol. 18(1), 13-
21(1992)

Plant Mol Biol. 18(1), 13-
21(1992)

Plant Cell. 9 (10), 1859-68
(1997)

Plant Physiol. 106 (4), 1707
(1994)



ERD10

ERD14

DhnX

RD29

Di19

RD22

RCI2A

RCI2B

Rabl18

Lti65

Lti78

Lti140

Kinl

Lti45

Lti30

Cord7

AtHAL3a

AtHAL3Db

ATSEH

CCH

dehydrin - respond
rapidly to dehydration
stress

dehydrin - respond
rapidly to dehydration
stress

dehydrin (Xero 2)

desiccation-responsive

Drought-induced
protein Di19

homology with USP
from V. faba

hydrophobic protein

hydrophobic protein

induced by ABA and
cold

low-temperature-
induced

low-temperature-
induced

low-temperature-
induced

low-temperature-
induced

low-temperature-
induced

low-temperature-
induced

low-temperature-
induced

similar to
Saccharomyces
cerevisiae HAL3
similar to
Saccharomyces
cerevisiae HAL3
soluble epoxide
hydrolase

copper homeostasis
factor

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell Rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell Rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

Cell rescue, defense,
cell death & ageing

lon homeostasis

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Stress response

Homeostasis of
metal ions

Kiyosue, T. et al.

Kiyosue, T. et al.

Welin, B.V. et al.

Yamaguchi-
Shinozaki, K. &
Shinozaki, K.
Gosti, F. et al.

Yamaguchi-
Shinozaki, K. &
Shinozaki, K.
Capel, J. et al.

Capel, J. et al.

Lang, V. & Palva,

E.T.

Nordin, K. et al.

Nordin, K. et al.

Nordin, K. et al.

Kurkela, S. &

Franck, M.

Welin, B.V. et al.

Welin, B.V. et al.

Welin, B.V. et al.

Espinosa-Ruiz, A.

et al.

Espinosa-Ruiz, A.
etal.

Kiyosue, T. et al.

Himelblau, E. et
al.

Plant Cell Physiol. 35 (2), 225-
31 (1994)

Plant Cell Physiol. 35 (2), 225-
31 (1994)

Plant Mol Biol. 26 (1), 131-44
(1994)

Plant Physiol. 101 (3), 1119-
20 (1993)

Mol Gen Genet. 246 (1), 10-8
(1995)

Mol Gen Genet. 238 (1-2), 17-
25 (1993)

Plant Physiol. 115 (2), 569-76
(1997)

Plant Physiol. 115 (2), 569-76
(1997)

Plant Mol Biol. 20 (5), 951-62
(1992)

Plant Mol Biol. 21 (4), 641-53
(1993)

Plant Mol Biol. 21 (4), 641-53
(1993)

Plant Mol Biol. 16 (6), 1061-71
(1991)

Plant Mol Biol. 15 (1), 137-44
(1990)

Plant Mol Biol. 26 (1), 131-44
(1994)

Plant Mol Biol. 26 (1), 131-44
(1994)

Plant Mol Biol. 29 (2), 391-5

(1995)

Plant J. 20 (5), 529-39 (1999)

Plant J. 20 (5), 529-39 (1999)

Plant J. 6 (2), 259-69 (1994)

Plant Physiol. 117 (4), 1227-
1234 (1998)



SAL1

OASTL

hal2 like

AtPDH

erd5
pox
At P5C1

At-P5S

p5ScsA

p5csB

ADH

Inps1

mifs

AtTPPB

AtTPPA

TPS1

UDP-glucose

epimerase

ARGdc

cerl

Crt3

Crt2

Crtl

3'(2"),5'-bisphosphate
nucleotidase

cytosolic O-
acetylserine(thiol)lyase

HAL2-like protein (Ahl)

osmotic stress-induced
proline dehydrogenase

proline dehydrogenase
proline oxidase
pyrroline carboxylate
reductase
pyrroline-5-carboxylate

synthetase

pyrroline-5-carboxylate
synthetase A

pyrroline-5-carboxylate
synthetase B

alcohol dehydrogenase
myo inositol 1-
phosphate synthase

myo-inositol 1-
phosphate synthase

trehalose-6-phosphate
phosphatase

trehalose-6-phosphate
phosphatase

trehalose-6-phosphate
synthase

uridine diphosphate
glucose epimerase

arginine decarboxylase
CER1 protein

calreticulin
(chaperone)

calreticulin
(chaperone)

calreticulin
(chaperone)

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Metabolism

Protein destination

Protein destination

Protein destination

Amino-acid
biosynthesis

Amino-acid
biosynthesis

Amino-acid
biosynthesis
Amino-acid
biosynthesis

Amino-acid
biosynthesis
Amino-acid
biosynthesis
Amino-acid
biosynthesis
Amino-acid
biosynthesis

Amino-acid
biosynthesis

Amino-acid
biosynthesis

C-compound and
carbohydrate
metabolism
C-compound and
carbohydrate
metabolism
C-compound and
carbohydrate
metabolism
C-compound and
carbohydrate
metabolism
C-compound and
carbohydrate
metabolism
C-compound and
carbohydrate
metabolism
C-compound and
carbohydrate
metabolism
Secondary
metabolism
Secondary
metabolism
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization

Quintero, F.J. et
al.

Barroso, C. et al.
Cheong, J. J. et

al.
Peng, Z. et al.

Nakashima, K. et
al.

Verbruggen, N.
et al.
Verbruggen, N.
et al.

Savoure, A. et al.

Strizhov, N. et al.

Strizhov, N. et al.

de Bruxelles, G.

L. etal

Ishitani, M. et al.

Johnson, M.D.

Vogel, G. et al.

Vogel, G. et al.

Gancedo, C.

Dormann, P. &

Benning, C.

Watson, M.B. &
Malmberg, R.L.
Aarts, M.G. et al.

Nelson, D.E. et al.

Nelson, D.E. et al.

Nelson, D.E. et al.

Plant Cell 8 (3), 529-537
(1996)

FEBS Lett. 363 (1-2), 1-5
(1995)

Plant Physiol. 111, 652 (1996)

Mol Gen Genet. 253 (3), 334-
41 (1996)

Plant Physiol. 118 (4), 1233-
41 (1998)

Proc. Natl. Acad. Sci. U.S.A. 93
(16), 8787-8791 (1996)
Plant Physiol. 103 (3), 771-81
(1993)

FEBS Lett. 372 (1), 13-9
(1995)

Plant J. 12 (3), 557-69 (1997)

Plant J. 12 (3), 557-69 (1997)

Plant Physiol. 11 (2), 381-9
(1996)

Plant J. 9 (4), 537-48 (1996)

Plant Physiol. 105 (3), 1023-
1024 (1994)

Plant J. 13 (5), 673-683
(1998)

Plant J. 13 (5), 673-683
(1998)

Plant J. 1998 Mar;13(5):685-9.

Arch Biochem Biophys. 327
(1), 27-34 (1996)

Plant Physiol. 111 (4), 1077-
1083 (1996)

Plant Cell 7 (12), 2115-27
(1995)

Plant Physiol. 114 (1), 29-37
(1997)

Plant Physiol. 114 (1), 29-37
(1997)

Plant Physiol. 114 (1), 29-37
(1997)



atj

HSP21

AtI3

atj

AtJl

J20

AtHSP22.0

hsc70

Athsp101

hspl7.4

hspl17.6

hsp17.6-I|

hspl7.6A

HSP18.2

HSP70-1

HSP70-1

HSP70-2

HSP70-3

hsp81.2

hsp81.4

chaperone protein

chloroplast heat shock

protein

DnaJ homolog

DnaJ homolog

DnaJ homolog

DnaJ-like protein (J20)

J20 type lll

endomembrane-
localized small
heatshock protein
heat shock cognate
protein

heat shock protein
101

heat shock protein
17.4

heat shock protein
17.6

heat shock protein
17.6 -1l

heat shock protein
17.6A

heat shock protein
18.2

heat shock protein 70-

1

heat shock protein 70-

1

heat shock protein 70-

2

heat shock protein 70-

3

heat shock protein
81.2

heat shock protein
814

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization

Zhou, R. et al.
Chen, Q. &
Verling, E.

Zhou, R. et al.

Zhou, R. et al.

Kroczynska, B. et

al.

Miernyk, J.A. &
Coop, N.E.

Helm, K.W. et al.

Wu, S.H. et al.

Schirmer, E.C. et

al.

Takahashi, T. &
Komeda, Y.

Helm, K.W. &
Vierling, E.

Bartling, D. et al.

Prandl, R. et al.

Takahashi, T. &

Komeda, Y.

Wu, C.H. et al.

Wu, C.H. et al.

Wu, C.H. et al.

Wu, C.H. et al.

Milioni, D. &

Hatzopoulos, P.

Milioni, D. &
Hatzopoulos, P.

Plant Physiol. 108 (2), 821-
822 (1995)

Mol. Gen. Genet. 226 (3), 425-
431 (1991)

Plant Physiol. 122 (1), 291
(2000)

Plant Physiol. 121 (3), 1053-
1054 (1999)

Plant Mol. Biol. 31 (3), 619-
629 (1996)

Plant Physiol. 122 (2), 620
(2000)

Mol Cell Biol. 13 (1), 238-47
(1993)

Plant Mol. Biol. 25 (3), 577-
583 (1994)

Plant Cell 6 (12), 1899-1909
(1994)

Mol. Gen. Genet. 219 (3), 365-
372 (1989)

Nucleic Acids Res. 17 (19),
7995 (1989)

Plant Mol. Biol. 18 (5), 1007-
1008 (1992)

Mol. Gen. Genet. 258 (3), 269-
278 (1998)

Mol. Gen. Genet. 219 (3), 365-
372 (1989)

Plant Physiol. 88, 731-740
(1988)

Plant Physiol. 88, 731-740
(1988)

Plant Physiol. 88, 731-740
(1988)

Plant Physiol. 88, 731-740
(1988)

Plant Mol. Biol. 35 (6), 955-
961 (1997)

Plant Mol. Biol. 35 (6), 955-
961 (1997)



hsp83

hsp88.1

hsp90A

Hsp110/SSE1-

subfamily

hsp21

HSP81-3

LMW Hsp

LMW Hsp

AtHSP23.6-

mito

ERD1

RD21A
RD19A

P5CS1

GSK3

ATMPK1

ATMPK3

ATMKKS

ATMKK4

ATMKK3

ATMKK2

ATMEKK1

PIP5K

heat shock protein 83

heat shock protein
88.1

heat shock protein
90A

heat-shock protein
110

heatshock protein 21

heat-shock protein 81-
3

LMW heat shock
protein

mitochondrial LMW
heat shock protein

mitochondrial protein

similar to the
regulatory ATPase
subunit (ClpA) of Clp
protease

thiol protease

thiol protease

deltal-pyrroline-5-
carboxylate synthetase

GSK3/shaggy-like
protein kinase
MAP (mitogen-
activated protein)
kinase

MAP kinase

MAP kinase kinase

MAP kinase kinase

MAP kinase kinase

MAP kinase kinase

mitogen-activated
protein kinase
phosphatidylinositol-4-
phosphate 5-kinase

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Protein destination

Signal transduction

Signal transduction

Signal transduction

Signal transduction

Signal transduction

Signal transduction

Signal transduction

Signal transduction

Signal transduction

Signal transduction

Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Protein folding
folding and
stabilization
Proteolysis

Proteolysis
Proteolysis

Intracellular
communication

Intracellular
communication
Intracellular
communication

Intracellular
communication
Intracellular
communication

Intracellular
communication

Intracellular
communication

Intracellular
communication

Intracellular
communication
Intracellular
communication

Conner, T.W. et
al.

Milioni, D. &
Hatzopoulos, P.

Milioni, D. &
Hatzopoulos, P.

Storozhenko, S.
et al.

Osteryoung, K.W.
et al.
Yabe, N. et al.

Visioli, G. et al.

Visioli, G. et al.

Willett, D.A. et al.

Nakashima, K. et
al.

Koizumi, M. et al.
Koizumi, M. et al.

Yoshiba, Y. et al.

Piao, H. L. et al.

Mizoguchi, T. et
al.

Mizoguchi, T. et
al.
Ichimura, K. et al.

Ichimura, K. et al.

Ichimura, K. et al.

Ichimura, K. et al.

Mizoguchi, T. et
al.
Mikami, K. et al.

Plant Physiol. 94, 1689-1695
(1990)

Plant Mol. Biol. 35 (6), 955-
961 (1997)

Plant Mol. Biol. 35 (6), 955-
961 (1997)

FEBS Lett. 390 (1), 113-8
(1996)

Mol. Gen. Genet. 239, 323-333
(1993)

Plant Cell Physiol. 35 (8), 1207-
1219 (1994)

Plant Mol. Biol. 34 (3), 517-
527 (1997)

Plant Mol. Biol. 34 (3), 517-
527 (1997)

Plant Physiol. 112, 1399
(1996)

Plant J. 12 (4), 851-61 (1997)

Gene. 129 (2), 175-82 (1993)
Gene. 129 (2), 175-82 (1993)

Plant J. 7 (5), 751-60 (1995)

Plant Physiol. 119 (4), 1527-
34 (1999)
Plant J. 5 (1), 111-22 (1994)

FEBS Lett. 336 (3), 440-4
(1993)

Biochem. Biophys. Res.
Commun. 253 (2), 532-543
(1998)

Biochem. Biophys. Res.
Commun. 253 (2), 532-543
(1998)

Biochem. Biophys. Res.
Commun. 253 (2), 532-543
(1998)

Biochem. Biophys. Res.
Commun. 253 (2), 532-543
(1998)

Proc Natl Acad Sci U S A. 93
(2), 765-9 (1996)

Plant J. 15 (4), 563-8 (1998)



PI-PLC

RPK1
AtPTP1

P5CS2

ATPK19
ATPK6
Ser/Thr PP
ARSK1
SOS2
Atpk7
ARA.KIN
ABI1

ABI2

RR4

ATRRI

SOSs3

PR5K

EFA27
AtCP1
ACP5
DsPTP1
MEK1

RCI1 (RCI1A)

RCI2 (RCI1B)

ANP1
ANP1

ANP2

phosphoinositide

specific phospholipase

C
protein kinase

protein tyrosine
phosphatase 1

pyrroline-5-carboxlyate

synthetase

ribosomal-protein S6
kinase homolog
risosomal-protein S6
kinase homolog
Ser/Thr protein
phosphatase
serine/threonine
protein kinase
serine/threonine
protein kinase
serine/threonine
protein kinase
serine/threonine
kinase

gene for ABI1 protein

gene for ABI2 protein

responce reactor4

responce regulatorl

calcium sensor
homolog

putative receptor
serine/threonine
kinase

Ca(2+)-binding protein

NaCl-inducible Ca2+-
binding protein

acid phosphatase type

5

dual specificity protein

phosphatase
homologue of MAP
kinase kinase
homology to 14-3-3
proteins putative
kinase regulators
homology to 14-3-3
proteins putative
kinase reqgulators
NPK1-related protein
kinase 1L
NPK1-related protein
kinase 1S
NPK1-related protein
kinase 2
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[Pyrococcus horikoshii]

Protein destination

contains similarity to  Protein destination
Pfam family PFO0240 -
Ubiquitin family
putative protein:
similarity to lin-10
protein - Rattus
norwegicus,

PIR:JEO0239

Contains similarity to a Signal transduction
protein kinase
ab|D88207
translationally
controlled tumor
protein-like

contains similarity to
unknown protein,
(AF117897) rabl11l
binding protein [Bos
tanrn<l

G protein-coupled
receptor-like protein
casein kinase-like
protein

putative receptor-like
protein kinase
hypothetical protein,
dbj|BAB11554.1|
(AB011479) contains
similarity to bHLH DNA-
binding
protein~gene_id:MNAS5
.5 [Arabidopsis
thaliana]

putative protein:
similarity to TATA-
binding protein-binding
protein, ABT1 - Mus
musculus,
EMBL:AB021860

Signal transduction

Signal transduction

Signal transduction

Signal transduction
Signal transduction
Signal transduction

Transcription

Transcription

Secondary
metabolism

Secondary
metabolism

Protein folding and
stabilization
Protein folding and
stabilization
Proteolysis

Proteolysis

Intracellular
communication

Intracellular
communication

Intracellular
communication

Intracellular
transport

Intracellular
transport
Key kinase

Receptor proteins

Transcriptional
control

Transcriptional
control
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ADO6DO08

ADO8GO6

ADO6B0O6

ADO4E04

AD10CO7

ADO8SAO09

ADOGEOS8

ADO5E11

ADO4B05

ADO4CO5

AD10C11

ADO04B0O1

ADO6BO7

ADO4F04

ADO5C10

transcription factor-
like protein
hypothetical protein,
emb|CAB92072.1|
(AL121575)
dJ914N13.2.1
(cofactor required for
Sp1l transcriptional
activation, subunit 3
(130kd) (CRSP130,
DRIP130, SUR2,
KIAA1216) (isoform
1)) [Homo sapiens]

putative protein:
similarity to amino acid
transport protein,
Arabidopsis thaliana,
EMBL:U39783

ferredoxin--nitrite
reductase
nicotianamine
synthase

putative sulfate
transporter

lipid transfer protein;
glossyl homolog
putative peptide
transporter

contains similarity to
sugar transporters

putative protein,
Sp|Q96250|ATP3_ARA
TH ATP SYNTHASE
GAMMA CHAIN,
MITOCHONDRIAL
PRECURSOR

ABC transporter-like
protein

putative AAA-type
ATPase

fibrillarin-like protein:
strong similarity to
probable fibrillarin
(Sb21) mRNA, Picea
mariana, AF051216

putative protein:
similarity to
Arabidopsis thaliana
nap gene,
PID:e1234813
glycine-rich protein
(clone AtGRPS8):
Contains Eukaryotic
putative RNA-binding
region RNP-1 signature
AA47-54

Transcription

Transcription

Transport facilitation

Transport facilitation
Transport facilitation
Transport facilitation
Transport facilitation
Transport facilitation

Transport facilitation

Transport facilitation

Transport facilitation
Transport facilitation

Unclassified proteins

Unclassified proteins

Unclassified proteins

Transcriptional
control
Transcriptional
control

Amino-acid
transporters

lon transporter

lon transporter

lon transporter

Lipid transporter
Peptide-transporters
Sugar and
carbohydrate

transporters
Transport ATPases

Transport ATPases

Transport ATPases
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ADOGAO9

ADO8B0O6

ADOS5EO5

ADO5B11

ADO3EO8

ADO5D06

ADOS5SF09

ADO6CO7

ADO6CO8

ADOGFO2

AD10D05

AD10FO7

putative protein: Unclassified proteins
similarity to PIT1 -

Arabidopsis thaliana,

GB: AF130849

putative retroelement Unclassified proteins
pol polyprotein

Vsp2 gene for Unclassified proteins
vegetative storage

protein

AtPP-like protein: Unclassified proteins

Prokaryotic membrane
lipoprotein lipid

attachment site

AA199-209

(AF133053) s-

adenosyl-L-

methionine:salicylic

acid carboxyl

methyltransferase

[Clarkia breweri]

not annotated, Unknown
dbj|BAB02819.1|

(AB024036)
dbj|BAA87936.1~gene
_id:MQC12.15, similar

to unknown

hypothetical protein Unknown

similar to unknown Unknown
protein

unknown protein Unknown
not annotated, Unknown

emb|CAB86422.1|
(AL138648) putative
protein [Arabidopsis

thalianal
not annotated Unknown
not annotated, Unknown

gb|AAF28474.1|AF173
553_1 (AF173553) V-
ATPase 110 kDa
integral membrane
subunit [Manduca
sextal]

not annotated, Unknown
sp|Q08180|ICCR_DROM

E IRREGULAR CHIASM C:
ROUGHEST PROTEIN

PRECURSOR (IRREC

PROTEIN)
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